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Genome organization and evolution
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HUMAN GENOME INFORMATION

Interactive access to DNA and protein sequences :
hitp://www.ensemble.org/

Images of chromosomes, maps, loci :
hup:/www.ncbi.nlm.nih.ecov/genome/puide/

Gene map 99 :
http://www.nebi.nlnm.nih.gov/genemap99/

Overview of human genome structure :
hup://herep.ims.u-tokyo.ac.ip

Single-nucleotide polymorphisms :
hitp://snp.cshl.org/
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Human genetic disease :
I tp://www.nebinlntaih. gov/Ominy/
hip/iwww. gencchines.org/proliles/all itlm

kthical, legal, social issues :
h tp://www.nherinth. eov/ELSY/

DATABASES OF ALIGNED GENE FAMILIES

I'fam: protein families database :

hup:/www saneer.ac.uk/soltware/plam/

COG: Clusters of orthologous groups :
hiy//www nebinbm.nih. gov/COG/

HBAGENE : Homologous Bacterial Genes Database :

| tp://pbil.univ-lyon | . fi/database/hobacgen.himl

HOVERGEN: Homologous Vertebrate Genes Database :

Liteps//pbilumiv-lyon L Iv/databasesfhoveraen. himt

TAED: The Adaptive Evolution Database :

Lup:/iwww sbe.swse/~hberles/TALED huml

GENOME DATABASES

I.ist of completed genomes :

httpe//www nebi.nbm.nih, gov/PMGils/Genomes/allorg Jitm)

hupwww.eblac.uk/genomes/mot/index.html

alg/pir.eeorgctown. edu/pirwww/search/ecnome.htinl

Drganism-specific databases :

hip://www.anledu/ste-95/ResTools/biotools/biotools 1 0.html

wp:www -fpomics.anl. cov/~eaasterland/acnomes.himl

wtp:/www hemp.mre.ac.uk/Genome Web/genome-db. himl

e/ www bioinformatik.de/coi-
hin/browse/Cataloa/Databases/Genome projects/
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