Recommendations

RECOMMENDATIONS

The results of the present study may have several future clinical implications:

- Further studies are needed to study the role of the oncogenic miR 17~92 cluster in the
progression of chronic HCV infection to HCC.

- Clinical trials are required to assess the value of plasma levels of MIRI7HG protein as a
potential biomarker for HCV-related liver disease and as a non-invasive predictor of the
severity of liver fibrosis.

- The effect of anti-viral therapy in modulating the miR 17~92 cluster in relation to the
improvement in HCV-induced liver pathology needs to be evaluated.

- Future studies are required to assess the effects of the miR 17~92 cluster inhibitors on
hepatic inflammation, steatosis and fibrosis in patients with chronic HCV infection.

- The use of PTEN mimics could be a promising therapeutic target for limiting
inflammation, fibrosis and steatosis in HCV-related liver disease.
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